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(1) American Type Culture Collection, Authentication of Human Cell Lines: Standardization of STR Profiling. ANSI/ATCC ASN-0002-2011.
(2) Capes-Davis, A., et al. Match criteria for human cell line authentication: Where do we draw the line? Int. J. Cancer 132, 2510-2519 (2013)
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Hela.Jurkat. MCF7®M%*/ LDNAIEBioChain Institute Inc. "SEAULZE Uz, K562&£2800M DNAIEZPromega® hhSEBALELZ.
STREREFEFYNITRADOTONIIVICHEWVE L. PCRICIES ng(GenePrint®10 System) HU< (2.5 ng(GenePrint® 24 System)
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(ver. 2.9.0. SoftGenetics)B&U'GeneMapper ID-X (ver. 1.6. Applied Biosystems™) ZfL\E Uz,

Hela. Jurkat. MCF7.K5620D88 7 LILIFATCCHhSEIELE LTz, 2800M DNADBIR 7 L LIEPromega® hh SESLE L,

&3 BRUKENFRF

STRigIEF v BEABEI2— )L BB (R) | B (BE)

Polymer4 Promega_4Dye_ILS600_36_P4 #4559 13 kV
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Capillary Cartridge 36 cm 613-0330 118 RERBE15-30TC
Buffer 613-0252 Anode Buffer Cartridge X 2{& RERE 2-10T
Cathode Buffer Cartridge X 2{&

Polymer7 613-0251 Cartridge X 4@ REEE: 2-10TC
Polymer4 613-0250 Cartridge X 4{& REBE: 2-10T
Septa for Cathode Buffer Cartridge 613-7231 101@

Retainer for Cathode Buffer Cartridge | 613-7233 41

Septa for 8 well tubes 613-7230 2448

Base and Retainer for 8 well tubes 613-7232 418

Anode Electrode Assembly 613-7263 1@

Onat BI/\1F7Y
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