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Percentage of

Subject accession Discription e-vale bitscore P Alignment length
NR_113345.1 Staphylococcus haemolyticus strain JCM 2416 168 ribosomal RNA 0 1243 99852 675
NR._036955.1 Staphylococcus haemolyticus strain SM 131 165 ribosomal RNA 0 1238 99.704 675
NR_116627.1 Staphylococcus devriesei strain K.S-SP 60 168 ribosomal RNA 0 1227 99.407 675
NR._036956.1 Staphylococcus hominis strain DM 122 168 ribosomal RNA i] 1216 99.111 675
NR_136463.1 Staphylococcus petrasii subsp. pragensis strain CCM 8529 168 ribosomal RNA 0 1206 98.815 675
NR_118248.1 Staphylococcus petrasii subsp. jettensis strain SEQ110 165 ribosomal RNA 0 1206 98.815 675
NR._118450.1 Staphylococcus petrasii strain CCM 8418 16S ribosomal RNA 0 1205 98.815 675
NR_041323.1 Staphylococcus hominis subsp. novobiosepticus strain GTC 1228 165 ribosomal RNA 0 1205 98.815 675
NR_132590.1 Staphylococcus petfrasii subsp. croceilyticus stram MCC10046 168 ribosomal RNA 0 1201 98.667 675
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Percentage of

Subject accession Discription e-value  bitscore identical Alignment length
matches
NR_171619.1 Penicillium hordei CBS 701.68 ITS region; from TYPE material 3 43E-125 444 97.328 262
NR_163669.1 Penicillium fuscoglaucum CBS 261.29 ITS region; from TYPE material 1.6E-123 438 96.947 262
NR_163549.1 Penicillium neoechinulatum CBS 169.87 ITS region; from TYPE material 1.6E-123 438 96.947 262
NR_163544.1 Penicillium hirsutum CBS 135 41 ITS region; from TYPE material 1.6E-123 438 96.947 262
NR_163541.1 Penicillm lanosocoerulenm CBS 215.30 ITS region; from TYPE material 1.6E-123 438 96.947 262
NE_172035.1 Penicillium speluncae DAOMC 251701 ITS region; from TYPE material 1.6E-123 438 96.947 262
NE_138261.1 Penicillium molle CBS 456.72 ITS region; from TYPE material 1.6E-123 438 96.947 262
NE_163685.1 Penicillium caseifulvium CBS 101134 ITS region; from TYPE material 5.74E-123 436 96.935 261
NE_163684.1 Penicillum cavernicola CBS 100540 ITS region; from TYPE material 2.06E-122 435 96.923 260
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Percentage of

Subject accession Discription e-value bitscore PR Alignment length
NG_069698.1 Penicillium kewense CBS 344.61 285 rRNA gene 0 1110 99.671 607
NG_069786.1 Penicilllum sinaicum CBS 279.82 285 rRNA gene 0 1109 99.67 606
NG_068959.1 Penicillium molle CBS 456.72 285 rRNA gene 0 1109 99.67 606
NG_069811.1 Penicillium neoechinulatum CBS 169.87 285 rRNA gene [] 1105 99.506 607
NG_069644.1 Penicillum cyclopium CBS 144.45 288 rRNA gene 0 1105 99.506 607
NG_069854.1 Penicillium sclerotigenum CBS 101033 288 rRNA gene 0 1103 99.505 606
NG_069803.1 Penicillum freii CBS 476.84 285 rRNA gene 0 1103 99.505 606
NG_069626.1 Penicilllum egyptiacum CBS 244.32 285 rRNA gene [] 1101 99.504 605
NG_069855.1 Penicillium caseifulrum CBS 101134 285 rRNA gene 0 1099 99.341 607
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